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SEQUENCE LISTING 



<110> Pfizer Product Inc. 

<120> Human Vanilloid Receptor-Like Proteins 

<130> PC9979A 

<140> 
<141> 

<150> US 60/208, 156 
<151> 2000-05-31 

<160> 4 

<170> Patentln Ver. 2.1 

<210> 1 
<2il> 2749 
<212> DNA 
<213> Human 



<221> CDS 

<222> (85) . . (2700) 
<4C0> 1 

aaccgcttga ggatttaagc tttgccactt tggctccgga gcaagggcag agggctgagc 6 
0 

aatcfcagacg ggcctggggc aggc atg gcg gat tec age gaa ggc ccc cgc 1 

Met Ala Asp Ser Ser Glu Gly Pro Arg 
1 5 

gcg ggg ccc ggg gag gtg get gag etc ccc ggg gat gag agt ggc ace 1 

59 

Ala Gly Pro Gly Glu Val Ala Glu Leu Pro Gly Asp Glu Ser Gly Thr 
10 15 20 25 

cca ggc ggg gag qcz ttt cct etc tec tec ctg gec aat ctg ttt gag 2 

Pro Gly Gly Glu Ala Phe Pro Leu Ser Ser Leu Ala Asn Leu Phe Glu 
30 35 40 

ggg gag gat ggc tec ctt teg ccc tea ccg get gat gec agt cgc cct 2 

55 

Gly Glu Asp Gly Ser Leu Ser Pro Ser Pro Ala Asp Ala Ser Arg Pro 
45 50 55 
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get ggc cca ggc gat ggg cga cca aat ctg cgc atg aag ttc cag ggc 3 
03 

Ala Gly Pro Gly Asp Gly Arg Pro Asn Leu Arg Met Lys Phe Gin Gly 

60 65 70 

gec ttc cgc aag ggg gtg ccc aac ccc ate gat ctg ctg gag tec ace 3 
51 

Ala Phe Arg Lys Gly Val Pro Asn Pro lie Asp Leu Leu Glu Ser Thr 

75 80 85 

eta tat gag tec teg gtg gtg cct ggg ccc aag aaa gca ccc atg gac 3 
99 

Leu Tyr Glu Ser Ser Val Val Pro Gly Pro Lys Lys Ala Pro Met Asp 

90 95 100 105 

tea ctg ttt gac tac ggc ace tat cgt cac cac tec agt gac aac aag 4 
47 

Ser Leu Phe Asp Tyr Gly Thr Tyr Arg His His Ser Ser Asp Asn Lys 

110 115 120 

agg tgg agg aag aag ate ata gag aag cag ccg cag age ccc aaa gee 4 
95 

Arg Trp Arg Lys Lys lie lie Glu Lys Gin Pro Gin Ser Pro Lys Ala 
125 130 135 

cct gee cct cag ccg ccc ccc ate etc aaa gtc ttc aac egg cct ate 5 

Pro Ala Pro Gin Pro Pro Pro lie Leu Lys Val Phe Asn Arg Pro lie 
140 145 150 

etc ttt gac ate gtg tec egg ggc tec act get gac ctg gac ggg ctg 5 
91 

Leu Phe Asp lie Val Ser Arg Gly Ser Thr Ala Asp Leu Asp Gly Leu 
155 160 165 

etc cca ttc ttc ctg ace cac aag aaa cgc eta act gat gag gag ttt 6 

Leu Pro Phe Leu Leu Thr His Lys Lys Arg Leu Thr Asp Glu Glu Phe 
170 175 180 185 

cga gag cca tct acg ggg aag ace tgc ctg ccc aag gee ttg ctg aac 6 

87 

Arg Glu Pro Ser Thr Gly Lys Thr Cys Leu Pro Lys Ala Leu Leu Asn 
190 195 200 

ctg age aat ggc cgc aac gac ace ate cct gtg ctg ctg gac ate gcg 7 

35 

Leu Ser Asn Gly Arg Asn Asp Thr lie Pro Val Leu Leu Asp lie Ala 
205 210 215 

gag cgc ace ggc aac atg egg gag ttc att aac teg ccc ttc cgt gac 7 

83 
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Glu Arg Thr Gly Asn Met Arg Glu Phe He Asn Ser Pro Phe Arg Asp 
220 225 230 

ate tac tat cga ggt cag aca gec ctg cac ate gec att gag cgt cgc 

31 

He Tyr Tyr Arg Gly Gin Thr Ala Leu His He Ala He Glu Arg Arg 
235 240 245 



tac gtg gaa ctt etc gtg gec cag gga get gat gtc cac 



Cys Lys His Tyr Val Glu Leu Leu Val Ala Gin Gly Ala Asp Val His 
250 255 260 265 

gee cag gec cgt ggg cgc ttc ttc cag ccc aag gat gag ggg ggc tac 

27 

Ala Gin Ala Arg Gly Arg Phe Phe Gin Pro Lys Asp Glu Gly Gly Tyr 
270 275 280 

ttc tac ttt ggg gag ctg ccc ctg teg ctg get gec tgc acc aac cag 
75 

Phe Tyr Phe Gly Glu Leu Pro Leu Ser Leu Ala Ala Cys Thr Asn Gin 
285 290 295 

ccc cac att gtc aac tac eta acg gag aac ccc cac aag aag gcg gac 
023 

Pro His He Val Asn Tyr Leu Thr Glu Asn Pro His Lys Lys Ala Asp 

300 305 310 

atg egg cgc cag gac teg cga ggc aac aca gtg ctg cat gcg ctg gtg 
071 

Met Arg Arg Gin Asp Ser Arg Gly Asn Thr Val Leu His Ala Leu Val 
315 320 325 

gee att get gac aac acc cgt gag aac acc aag ttt gtt acc aag atg 

119 

Ala lie Ala Asp Asn Thr Arg Glu Asn Thr Lys Phe Val Thr Lys Met 

330 335 340 345 

tac gac ctg ctg ctg etc aag tgt gec cgc etc ttc ccc gac age aac 
167 

Tyr Asp Leu Leu Leu Leu Lys Cys Ala Arg Leu Phe Pro Asp Ser Asn 
350 355 360 

ctg gag gee gtg etc aac aac gac ggc etc teg ccc etc atg atg get 

215 

Leu Glu Ala Val Leu Asn Asn Asp Gly Leu Ser Pro Leu Met Met Ala 
365 370 375 

gec aag acg ggc aag att ggg ate ttt cag cac ate ate egg egg gag 
263 

Ala Lys Thr Gly Lys He Gly He Phe Gin His He lie Arg Arg Glu 
380 385 390 
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gtg acg gat gag gac aca egg cac ctg tec cgc aag ttc aag gac tgg 

311 

Val Thr Asp Glu Asp Thr Arg His Leu Ser Arg Lys Phe Lys Asp Trp 
395 400 405 

gec tat ggg cca gtg tat tec teg ctt tat gac etc tec tec ctg gac 

359 

Ala Tyr Gly Pro Val Tyr Ser Ser Leu Tyr Asp Leu Ser Ser Leu Asp 
4 10 " 415 420 425 

acg tgt ggg gaa gag gee tec gtg ctg gag ate ctg gtg tac aac age 

407 

Thr Cys Gly Glu Glu Ala Ser Val Leu Glu lie Leu Val Tyr Asn Ser 
430 435 440 

aag at: gag aac cgc cac gag atg ctg get gtg gag ccc ate aat gaa 

4 55 

Lys He Glu Asn Arg His Glu Met Leu Ala Val Glu Pro He Asn Glu 
445 450 455 

ctg ctg egg gac aag tgg cgc aag ttc ggg gee gtc tec ttc tac ate 

503 

Leu Leu Arg Asp Lys Trp Arg Lys Phe Gly Ala Val Ser Phe Tyr He 
460 465 470 

aac gtg gtc tec tac ctg tgt gee atg gtc ate ttc act etc acc gee 

551 

Asn Val Val Ser Tyr Leu Cys Ala Met Val He Phe Thr Leu Thr Ala 
475 480 485 

tac tac cag ccg ctg gag ggc aca ccg ccg tac cct tac cgc acc acg 
599 

Tyr Tyr Gin Pro Leu Glu Gly Thr Pro Pro Tyr Pro Tyr Arg Thr Thr 

490 495 500 505 

gtg gac tac ctg egg ctg get ggc gag gtc att acg etc ttc act ggg 

647 

Val Asp Tyr Leu Arg Leu Ala Gly Glu Val He Thr Leu Phe Thr Gly 
510 515 520 

gtc ctg ttc ttc ttc acc aac ate aaa gac ttg ttc atg aag aaa tgc 
695 

Val Leu Phe Phe Phe Thr Asn lie Lys Asp Leu Phe Met Lys Lys Cys 
525 530 535 

cct gga gtg aat tct etc ttc att gat ggc tec ttc cag ctg etc tac 
743 

Pro Gly Val Asn Ser Leu Phe He Asp Gly Ser Phe Gin Leu Leu Tyr 
540 545 550 

ttc ate tac tct gtc ctg gtg ate gtc tea gca gee etc tac ctg gca 
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791 

Phe lie Tyr Ser Val Leu Val lie Val Ser Ala Ala Leu Tyr Leu Ala 
555 560 565 

ggg ate gag gec tac ctg gec gtg atg gtc ttt gec ctg gtc ctg ggc 

839 

Gly lie Glu Ala Tyr Leu Ala Val Met Val Phe Ala Leu Val Leu Gly 
570 575 580 585 

tgg atg aat gec ctt tac ttc acc cgt ggg ctg aag ctg acg ggg acc 
887 

Trp Met Asn Ala Leu Tyr Phe Thr Arg Gly Leu Lys Leu Thr Gly Thr 
590 595 600 

tat age ate atg ate cag aag att etc ttc aag gac ctt ttc cga ttc 

935 

Tyr Ser He Met He Gin Lys He Leu Phe Lys Asp Leu Phe Arg Phe 
605 610 615 

ctg etc gtc tac ttg etc ttc atg ate ggc tac get tea gee ctg gtc 
983 

Leu Leu Val Tyr Leu Leu Phe Met He Gly Tyr Ala Ser Ala Leu Val 
620 625 630 

tec etc ctg aac ccg tgt gec aac atg aag gtg tgc aat gag gac cag 

Ser Leu Leu Asn Pro Cys Ala Asn Met Lys Val Cys Asn Glu Asp Gin 
635 640 645 

acc aac tgc aca gtg ccc act tac ccc teg tgc cgt gac age gag acc 

079 

Thr Asn Cys Thr Val Pro Thr Tyr Pro Ser Cys Arg Asp Ser Glu Thr 

650 655 660 665 

ttc age acc ttc etc ctg gac ctg ttt aag ctg acc att ggc atg ggc 

12 7 

Phe Ser Thr Phe Leu Leu Asp Leu Phe Lys Leu Thr He Gly Met Gly 

670 675 680 

gac ctg gag atg ctg age age acc aag tac ccc gtg gtc ttc ate ate 

175 

Asp Leu Glu Met Leu Ser Ser Thr Lys Tyr Pro Val Val Phe He He 

685 690 695 

ctg ctg gtg acc tac ate ate etc acc ttt gtg ctg etc etc aac atg 

223 

Leu Leu Val Thr Tyr lie lie Leu Thr Phe Val Leu Leu Leu Asn Met 

700 705 710 

etc att gee etc atg ggc gag aca gtg ggc cag gtc tec aag gag age 
271 

Leu He Ala Leu Met Gly Glu Thr Val Gly Gin Val Ser Lys Glu Ser 
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715 720 725 

aag cac ate tgg aag ctg cag tgg gec acc acc ate ctg gac att gag 

319 

Lys His He Trp Lys Leu Gin Trp Ala Thr Thr He Leu Asp He Glu 

730 735 740 745 

cgc tec ttc ccc gta ttc ctg agg aag gec ttc cgc tct ggg gag atg 

367 

Arg Ser Phe Pro Val Phe Leu Arg Lys Ala Phe Arg Ser Gly Glu Met 
750 755 760 

gtc acc gtg ggc aag age teg gac ggc act cct gac cgc agg tgg tgc 

415 

Val Thr Val Gly Lys Ser Ser Asp Gly Thr Pro Asp Arg Arg Trp Cys 
765 770 775 

ttc agg gtg gat gag gtg aac tgg tct cac tgg aac cag aac ttg ggc 

463 

Phe Arg Val Asp Glu Val Asn Trp Ser His Trp Asn Gin Asn Leu Gly 
780 785 790 

ate ate aac gag gac ccg ggc aag aat gag acc tac cag tat tat ggc 
511 

He He Asn Glu Asp Pro Gly Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly 
795 800 805 

ttc teg cat acc gtg ggc cgc etc cgc agg gat cgc tgg tec teg gtg 
559 

Phe Ser His Thr Vai Gly Arg Leu Arg Arg Asp Arg Trp Ser Ser Val 
810 815 820 825 

gta ccc cgc gtg gtg gaa ctg aac aag aac teg aac ccg gac gag gtg 

607 

Val Pro Arg Val Val Glu Leu Asn Lys Asn Ser Asn Pro Asp Glu Val 
830 835 840 

gtg gtg cct ctg gac age atg ggg aac ccc cgc tgc gat ggc cac cag 
655 

Val Val Pro Leu Asp Ser Met Gly Asn Pro Arg Cys Asp Gly His Gin 

845 850 855 

cag ggt tac ccc cgc aag tgg agg act gat gac gee ccg etc tag 

7C0 

Gin Gly Tyr Pro Arg Lys Trp Arg Thr Asp Asp Ala Pro Leu 
860 865 870 

ggactgeage ccagccccag cttctctgcc cactcatttc tagtccagc 

749 
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<211> 871 
<212> PRT 
<213> Human 



<400> 2 



Met 


Ala 


Asp 


Ser 


Ser 


Glu 


Gly 


Pro 


Arg 


Ala 


Gly 


Pro 


Gly 


Glu 


Val 


Ala 










5 










1 0 










1 5 






Leu 


Pro 


Gly 


Asp 


Glu 


Ser 


Gly 


Thr 


Pro 


Gly 


Gly 


Glu 


Ala 


Phe 


Pro 








2 0 










2 5 










3 0 






eu 


er 


er 


Leu 


la 


sn 


Leu 




Glu 


Gly 


GlU 


Asp 


Gly 


Ser 


Leu 








35 










4 0 










4 5 








Pro 


Ser 


Pro 


Ala 


Asp 


Ala 


Ser 


Arg 


Pro 


Ala 


Gly 


Pro 


Gly 


Asp 


Gly 


Arg 




50 










5 5 










60 










Pro 


Asn 


Leu 


Arg 


Met 


Lys 


Phe 


Gin 


Gly 


Ala 


Phe 


Arg 


Lys 


Gly 


Val 


Pro 


65 










7 0 










7 5 










8 0 


Asn 


Pro 


lie 


Asp 


Leu 


Leu 


Glu 


Ser 


Thr 


Leu 


Tyr 


Glu 


Ser 


Ser 


Val 


Val 










8 5 










90 










95 




Pro 


Gxy 


Pro 


Lys 


Lys 


Ala 


Pro 


Met 


Asp 


Ser 


Leu 


Phe 


Asp 


Tyr 


Gly 


Thr 








10 0 










105 










110 






Tyr 


Arg 


His 


His 


Ser 


Ser 


Asp 


Asn 


Lys 


Arg 


Trp 


Arg 


Lys 


Lys 


He 


He 






115 










120 










125 








Gl u 


Lys 


Gin 


Pro 


Gin 


Ser 


Pro 


Lys 


Ala 


Pro 


Ala 


Pro 


Gin 


Pro 


Pro 


Pro 




130 










135 










140 










lie 


Leu 


Lys 


Va 1 


Phe 


Asn 


Arg 


Pro 


lie 


Leu 


Phe 


Asp 


He 


Val 


Ser 


Arg 


14 5 










150 










155 










160 


Gly 


Ser 


Thr 


Ala 


Asp 


Leu 


Asp 


Gly 


Leu 


Leu 


Pro 


Phe 


Leu 


Leu 


Thr 


His 










165 










170 










175 




Lys 


Lys 


Arg 


Leu 


Thr 


Asp 


Glu 


Glu 


Phe 


Arg 


Glu 


Pro 


Ser 


Thr 


Gly 


Lys 








18 0 










185 










190 






Thr 


Cys 


Leu 


Pro 


Lys 


Ala 


Leu 


Leu 


Asn 


Leu 


Ser 


Asn 


Gly 


Arg 


Asn 


Asp 






195 










200 










205 








Thr 


lie 


Pro 


Val 


Leu 


Leu 


Asp 


lie 


Ala 


Glu 


Arg 


Thr 


Gly 


Asn 


Met 


Arg 




210 










215 










220 










Gl u 


Phe 


lie 


Asn 


Ser 


Pro 


Phe 


Arg 


Asp 


lie 


Tyr 


Tyr 


Arg 


Gly 


Gin 


Thr 


2 2 5 










230 










235 










240 


Ala 


Leu 


His 


lie 


Ala 


lie 


Glu 


Arg 


Arg 


Cys 


Lys 


His 


Tyr 


Val 


Glu 


Leu 










2 4 5 










250 










255 




Leu 


Val 


Ala 


Gin 


Gly 


Ala 


Asp 


Val 


His 


Ala 


Gin 


Ala 


Arg 


Gly 


Arg 


Phe 








2 60 










2 65 










270 






Phe 


Gin 


Pro 


Lys 


Asp 


Glu 


Gly 


Gly 


Tyr 


Phe 


Tyr 


Phe 


Gly 


Glu 


Leu 


Pro 






2 7 5 










2 8 0 










285 








Leu 


Ser 




Ala 


Ala 


Cys 


Thr 




Gin 


Pro 


His 


He 




Asn 


Tyr 


Leu 




290 










295 










300 










Thr 




Asn 


Pro 


His 


Lys 


Lys 


Ala 


Asp 


Met 


Arg 


Arg 


Gin 


Asp 


Ser 


Arg 


305 










310 










315 










320 


Gly 


Asn 


Thr 


Val 


Leu 


His 


Ala 


Leu 


Val 


Ala 


He 


Ala 


Asp 


Asn 


Thr 


Arg 










325 










330 










335 




Glu 


Asn 


Thr 


Lys 


Phe 


Val 


Thr 


Lys 


Met 


Tyr 


Asp 


Leu 


Leu 


Leu 


Leu 


Lys 








340 










345 










350 






Cys 


Ala 


Arg 


Leu 


Phe 


Pro 


Asp 


Ser 


Asn 


Leu 


Glu 


Ala 


Val 


Leu 


Asn 


Asn 






355 










360 










365 








Asp 


Gly 


Leu 


Ser 


Pro 


Leu 


Met 


Met 


Ala 


Ala 


Lys 


Thr 


Gly 


Lys 


He 


Gly 
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37 0 










37 5 










38 0 












Phe 


n 


is 


8 




Arg 


Arg 


Glu 


Val 


Th 


Asp 


Glu 


Asp 


Th 

Thr 
























one 










4 00 


His 


Leu 


er 


Arg 




P e 


Lys 


Asp 


Trp 




Tyr 


Gly 


Pro 


Val 


Tyr 


Ser 










40 5 
405 










41 n 
410 










415 




Ser 


Leu 


Tyr 




Leu 


Ser 


Ser 


Leu 




Thr 


Cys 


Gly 


Glu 




Ala 


Ser 








4?n 










Zl? s 

425 










4 30 






ai 


eu 






Leu 


Val 


Tyr 




Ser 


Lys 


He 


r 1 
Glu 




Arg 


His 


Glu 






4 3S 










440 










44S 








6 


Leu 




ar 


u 


ro 




sn 


U 


eu 


eu 




A 

sp 


ys 


Trp 


Arg 




4 5 0 










4 55 










6U 












Phe 


Gly 


Ala 


Val 




Phe 


Tyr 


lie 


Asn 




Val 


Ser 


Tyr 


Leu 


Cys 


4£S 










4-70 










4 7 5 










4 8 0 


Ala 


Met 


Val 


lie 




Thr 


Leu 


Thr 


Ala 


Tyr 


Tyr 


Gin 


Pro 


Leu 


Glu 


Gly 










4R S 










4 90 










4 95 




Thr 


Pro 


Pro 


Tyr 


Pro 


Tyr 


Arg 


Thr 


Thr 


Val 


Asp 


Tyr 


Leu 


Arg 


Leu 


Ala 








5 0 0 










5 0 5 










510 






Gly 






lie 


Thr 


Leu 


Pne 


Th 


Gly 


Val 


Leu 


Ph 
Phe 




Phe 


Thr 


Asn 






STS 










S9n 
320 










525 








T 

He 


_ 


Asp 


Leu 


Ph 
Phe 


M 

Met 


s^s 


Lys 


Cys 


Pro 


Gly 




Asn 


Ser 


Leu 


Phe 




S30 










535 










540 












Asp 


G_y 


Ser 


Ph 
Phe 




Leu 


Leu 


Tyr 


Phe 




Tyr 


Ser 


Val 


Leu 




S4 S 










ssn 
550 










sss 
555 










5 60 


lie 


Val 


Ser 


Ala 


Ala 


Leu 


Tyr 


Leu 


Ala 


Gly 


He 


Glu 


Ala 


Tyr 


Leu 


Ala 










5 65 










570 










57 5 




Va 1 


Met 


V a 1 


Phe 


Ala 


Leu 


Val 


Leu 


Gly 


Trp 


Met 


Asn 


Ala 


Leu 


Tyr 


Phe 








5 8 0 










5 8 5 










5 9 0 






Thr 


Arg 




Leu 


Lys 


Leu 


Thr 


Gly 


Thr 


Tyr 


Ser 


He 


Met 


He 


Gin 


Lys 






SQS 










600 










605 








lie 


_,eu 


Ph 
Phe 


Lys 


Asp 


Leu 


Phe 


Arg 


Phe 


Leu 


Leu 


Val 


Tyr 


Leu 


Leu 


Phe 




610 










615 










62 0 










Met 


I le 


Gly 


Tyr 


Ala 


Ser 


Ala 


Leu 


Val 


Ser 


Leu 


Leu 


Asn 


Pro 


Cys 


Ala 


62 5 










63 0 










63 5 










640 


Asn 


Met 


Lys 


Val 


Cys 


Asn 


Glu 


Asp 


Gin 


Thr 


Asn 


Cys 


Thr 


Val 


Pro 


Thr 










64 5 










650 










655 




Tyr 


Pro 


Ser 


Cys 


Arg 


Asp 


Ser 


Glu 


Thr 


Phe 


Ser 


Thr 


Phe 


Leu 


Leu 


Asp 








6 6 0 










665 










67 0 








Phe 




Leu 


Tnr 


lie 


Gly 




Gly 


Asp 


Leu 


Glu 


Met 


Leu 


Ser 


Ser 






sis 
67 5 




















685 












Tyr 


Pro 


Val 


Val 


^QS 


lie 


lie 


Leu 


Leu 


Val 


Thr 


Tyr 


He 


He 














695 










700 










Leu 


Th 

Thr 


Phe 


Val 


Leu 


Leu 


Leu 


Asn 


Met 


Leu 


He 


Ala 


Leu 


Met 


Gly 


Glu 


7 05 










710 










715 










7 2 0 


Thr 


Val 


Gly 


Gin 


Val 


Ser 


Lys 


Glu 


Ser 


Lys 


His 


He 


Trp 


Lys 


Leu 


Gin 










/z5 










7 30 










7 35 




Trp 


Ala 


Thr 


Thr 


lie 


Leu 


Asp 


lie 


Glu 


Arg 


Ser 


Phe 


Pro 


Val 


Phe 


Leu 








7 4 0 










7 4 5 










7 50 






Arg 


Lys 


Ala 


Phe 


Arg 


Ser 


Gly 


Glu 


Met 


Val 


Thr 


Val 


Gly 


Lys 


Ser 


Ser 






7 5 5 










760 










765 








Asp 


Gly 


Thr 


Pro 


Asp 


Arg 


Arg 


Trp 


Cys 


Phe 


Arg 


Val 


Asp 


Glu 


Val 


Asn 




770 










775 










780 










Trp 


Ser 


His 


Trp 


Asn 


Gin 


Asn 


Leu 


Gly 


He 


He 


Asn 


Glu 


Asp 


Pro 


Gly 
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785 790 795 800 

Lys Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg 

805 810 815 

Leu Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu 

820 825 830 

Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met 

835 840 845 

Gly Asn Pro Arg Cys Asp Gly His Gin Gin Gly Tyr Pro Arg Lys Trp 

850 855 860 

Arg Thr Asp Asp Ala Pro Leu 
865 870 



<210> 3 
<211> 1900 
<212> DNA 
<213> Human 

<220> 

<221> CDS 

<222> (43) . . (1851) 

<400> 3 

gcggccgctg aattctagga catcgcggag cgcaccggca ac atg egg gag ttc 

4 

Met Arg Glu Phe 
1 

att aac teg ccc ttc cgt gac ate tac tat cga ggg gag ctg ccc ctg 
02 

lie Asn Ser Pro Phe Arg Asp lie Tyr Tyr Arg Gly Glu Leu Pro Leu 
5 10 15 20 

teg ctg get gee tgc ace aac cag ccc cac att gtc aac tac ctg acg 

50 

Ser Leu Ala Ala Cys Thr Asn Gin Pro His lie Val Asn Tyr Leu Thr 
25 30 35 

gag aac ccc cac aag aag gcg gac atg egg cgc cag gac teg cga ggc 

98 

Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gin Asp Ser Arg Gly 

40 45 50 

aac aca gtg ctg cat gcg ctg gtg gee att get gac aac ace cgt gag 

46 

Asn Thr Val Leu His Ala Leu Val Ala lie Ala Asp Asn Thr Arg Glu 
55 60 65 

aac acc aag ttt gtt ace aag atg tac gac ctg ctg ctg etc aag tgt 

94 

Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys Cys 
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70 75 80 

gcc cgc etc ttc ccc gac age aac ctg gag gec gtg etc aac aac gac 3 
42 

Ala Arg Lea Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn Asp 

85 90 95 100 

ggc etc teg ccc etc atg arg get gcc aag acg ggc aag att ggg ate 3 
90 

Gly Leu Ser Pro Lea Met Met Ala Ala Lys Thr Gly Lys He Gly He 
105 110 115 

ttt cag cac ate ate egg egg gag gtg acg gat gag gac aca egg cac 4 

38 

Phe Gin His He He Arg Arg Glu Val Thr Asp Glu Asp Thr Arg His 

120 125 130 

ctg tec cgc aag ttc aag gac tgg gcc tat ggg cca gtg tat tec teg 4 

86 

Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser Ser 
135 140 145 

ctt tat gac etc tec tec ctg gac acg tgt ggg gaa gag gcc tec gtg 5 

34 

Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser Val 
150 155 160 

ctg gag ate ctg gtg tac aac age aag att gag aac cgc cac gag atg 5 

Leu Glu lie Leu Val Tyr Asn Ser Lys He Glu Asn Arg His Glu Met 
165 170 175 180 

ctg get gtg gag ccc ate aat gaa ctg ctg egg gac aag tgg cgc aag 6 

Leu Ala Val Glu Pro He Asn Glu Leu Leu Arg Asp Lys Trp Arg Lys 
185 190 195 

ttc ggg gcc gtc tec ttc tac ate aac gtg gtc tec tac ctg tgt gcc 6 

Phe Gly Ala Val Ser Phe Tyr He Asn Val Val Ser Tyr Leu Cys Ala 
200 205 210 

atg gtc ate ttc act etc ace gcc tac tac cag ccg ctg gag ggc aca 7 

26 

Met Val He Phe Thr Leu Thr Ala Tyr Tyr Gin Pro Leu Glu Gly Thr 

215 220 225 

ccg ccc tac cct tac cgc acc acg gtg gac tac ctg egg ctg get ggc 7 

74 

Pro Pro Tyr Pro Tyr Arg Thr Thr Val Asp Tyr Leu Arg Leu Ala Gly 
230 235 240 
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gag gtc att acg etc ttc act ggg gtc ctg ttc ttc ttc acc aac ate 8 
22 

Glu Val lie Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Asn He 
245 250 255 260 

aaa gac ttg ttc atg aag aaa tgc cct gga gtg aat tct etc ttc att 8 

70 

Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe He 
265 270 275 

gat ggc zee ttc cag ctg etc tac ttc ate tac tct gtc ctg gtg ate 9 

18 

Asp Gly Ser Phe Gin Leu Leu Tyr Phe He Tyr Ser Val Leu Val He 

280 285 290 

gtc tea gca gee etc tac ctg gca ggg ate gag gee tac ctg gee gtg 9 

66 

Val Ser Ala Ala Leu Tyr Leu Ala Gly He Glu Ala Tyr Leu Ala Val 
295 300 305 

atg gtc ttt gee ctg gtc ctg ggc tgg atg aat gee ctt tac ttc acc 1 
014 

Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe Thr 

310 315 320 

cgt ggg ctg aag ctg acg ggg acc tat age ate atg ate cag aag att 1 

062 

Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser He Met He Gin Lys He 

325 330 335 340 

etc ttc aag gac ctt ttc cga ttc ctg etc gtc tac ttg etc ttc atg 1 

110 

Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe Met 
345 350 355 

ate ggc tac get tea gee ctg gtc tec etc ctg aac ccg tgt gee aac 1 
158 

He Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala Asn 
360 365 370 

atg aag gtg tgc aat gag gac cag acc aac tgc aca gtg ccc act tac 1 

206 

Met Lys Val Cys Asn Glu Asp Gin Thr Asn Cys Thr Val Pro Thr Tyr 
375 380 385 

ccc teg tgc cgt gac age gag acc ttc age acc ttc etc ctg gac ctg 1 

254 

Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp Leu 
390 395 400 

ttt aag ctg acc ate ggc atg ggc gac ctg gag atg ctg age age acc 1 

302 
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Phe Lys Leu Thr lie Gly Met Gly Asp Leu Glu Met Leu Ser Ser Thr 
405 410 415 420 

aag tac ccc gtg gtc ttc ate ate ctg ctg gtg acc tac ate ate etc 
35C 

Lys Tyr Pro Val Val Phe lie lie Leu Leu Val Thr Tyr lie lie Leu 
425 430 435 

acc z~z g-g ctg etc etc aac atg etc att gec etc atg ggc gag aca 
398 

Thr Phe Val Leu Leu Leu Asn Met Leu lie Ala Leu Met Gly Glu Thr 

440 445 450 

gtg ggc cag gtc tec aag gag age aag cac ate tgg aag ctg cag tgg 

446 

Val Gly Gin Val Ser Lys Glu Ser Lys His lie Trp Lys Leu Gin Trp 
455 460 465 

gec acc acc ate ctg gac att gag cgc tec ttc ccc gta ttc ctg agg 
494 

Ala Thr Thr lie Leu Asp lie Glu Arg Ser Phe Pro Val Phe Leu Arg 

470 475 480 

aag gec ttc cgc tct ggg gag atg gtc acc gtg ggc aag age teg gac 
542 

Lys Ala Phe Arg Ser Gly Glu Met Val Thr Val Gly Lys Ser Ser Asp 
485 490 495 500 

ggc act cct gac cgc agg tgg tgc ttc agg gtg gat gag gtg aac tgg 
590 

Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn Trp 
505 510 515 

tct cac tgg aac cag aac ttg ggc ate ate aac gag gac ccg ggc aag 

638 

Ser His Trp Asn Gin Asn Leu Gly lie lie Asn Glu Asp Pro Gly Lys 
520 525 530 

aat gag acc tac cag tat tat ggc ttc teg cat acc gtg ggc cgc etc 

686' 

Asn Glu Thr Tyr Gin Tyr Tyr Gly Phe Ser His Thr Val Gly Arg Leu 
535 540 545 

cgc agg gat cgc rgg tec teg gtg gta ccc cgc gtg gtg gaa ctg aac 

734 

Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val Val Glu Leu Asn 
550 555 560 

aag aac teg aac ccg gac gag gtg gtg gtg cct ctg gac age atg ggg 

782 

Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met Gly 
565 570 575 580 
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